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nterococcus faecium [ID:00321]

1
[ Bifidobacterium longum [ID:01099]
] Bifidobacterium breve [ID:01098]

|| Odoribacter sp\anchmcu

ifidobacterium dentium [ID:02698]
treptococcus salivarius [ID:01350]
treptococcus sp. [ID:00!
=nterococcus faecalis [1D:00318]
=scherichia coli [ID:00095]
Clostridiales species incertae sedis [ID:12742]
Oscillibacter sp. [ID:03341]
Coliinsella aerofaciens [ID:03626]
Collinsella species incertae sedis [ID:17337]
Collinsella species incertae sedis [ID:17348]
Faecalibacterium prausnitzii [ID:06108]
[Clostridium] leptum [ID:03688]

i [ID:04716]

Eubacterium ventriosum [ID:11151]
Coprococcus comes [ID:03690]
Roseburia inuinvorans [ID: oossu]
Blautia obeum [ID:05'

[ID:03697)

acteroides caecimuris [ID 03476
Bacteroides coprocola [ID:11279]
Dorea longicatena [ID:03692)

Clostridiales species incertae sedis [ID:12284]
bacterium LF-3 [ID:03628]

Faecalibacterium prausnitzii [ID:06110]
Clostridiales species incertae sedis [1D:12288]
Bacteroides massiliensis [ID:02135]

Rorea formicigencrans 10:03668]
Anaerostipes hadrus [ID:

Clostridiales species mcerlaeﬁ 3?‘“5 [ID:12563]

lostridium sp. AT4 [ID:12609)
oseburia species incertae sedis [ID: 12366]

[Eubacterium] rectale [ID:03657]

Clostridiales species incertae sedis [ID:12476]
[Ruminococcus] torques [ID:03660]
Ruminococcaceae: species incertae sedis [ID:12239]

[ Bacteroides sp. [ID:03

NL cohort [

US cohort
ES cohort
CN cohort

Japanese 4D cohort

Faecalibacterium prausnitzii [ID:06112]
Lachnospiraceae species incertae Lo [ID:18135]
Butyricicoccus species incertae sedis [ID:12336]
Parabacteroides merdae [ID:05401]

Blautia massilonsis (ID:03342]

Dorea longicatena [ID

Bacleroides uniformis {roosss]

Fusicatenibacter saccharivorans [ID:02680]
Lachnospiraceae species incertae sedis [ID:12240]
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LAIL) ., HEeRBERF (KEGG) 10, 689 . MAFIMEEETF 403 B, 77— 1,347 &,
BEE 0 BERIELEL, BEEHLLBELT, BAAN IBD BETIX, Bifidobacterium (B
breve., B longum, B. dentium . Enterococcus (E. faecium, E. faecalis). Sterprococcus
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Blautia
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 Clostrdum I Firmicutes, Bacteroidetes
Roseburia Undefined
Fusic Predicted host (genus)
Unclassified Firmicutes YE!
Alistipes. S
NO
Dorea
Lytic/Lysogenic
Lysogenic
Unclassified L Lytic
L General list
L Host unknown
Specialist
" Tyzzerella
L Clodtridial Effect size
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[ Cell cycle control, cell division, chromosome parttioning
Others / unknown

W Cell wallimembrane/envelope biogenesis Signal transduction
ion and repair Transcription [ Energy production anc
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paradoxus & Saccharomyces kudriavzevii DNEM L . CD B3E& TlX. Saccharomyces cerevisiae
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Saccharomyces cerevisiae
| | Saccharomyces paradoxus
Saccharomyces kudriavzevii
Debaryomyces hansenii
Exophiala mesophila
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=&IC, #E. 77—Y. ERROBEEERAZHRET 50, #E. VMILR, EFEDHE
Bary bD—0ZEELEL: (TicE4a, b), TOHE. UC. CD &+Iz. EHEBHRESE
BN SRAE—ZRBRLTWAI EZHoMITLEL, £, U6 BETIE Ruminococcus
bromii X5 Fusicatenibacter saccharivorans, CD B3 TIX Escherichia coli, Bacteroides
thetaiotaomicron, Anaerostipes hadrus7s & DHEMN. TNLHICERET L 77— EIEDHE
BAeblEehMERINELIZ, —A. CD BETOEMMNER SN TS Escherichia coli &
Saccharomyces cerevisiaeld.. Eubacter ium ventriosum, Anaerostipes hadrus. Blautia obeum
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V. FZUSF FEQIR—FTHEKZKICHERSNFEL: (B4, d), COIEML, DA
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RIREEHT % Escherichia col i T4 EDME T HRT HAIREMNTREEINET, #€> T, IBD
[CEWVWT, YILFNAF—LOBEERALF-AEI—Ty FehdEEZ DN, SEDOH
KT, o DREENHEEHMBIA., HEHVEHEMICTHEERT INEHLMNITHIEN
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a Badteriome Network of UC-related species in controls. estimated comelation: c Correlations between UC-related microbial markers
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Swoplocoodls (D002 Bacerodes et fadicron (001657] V8¥Hg1 4&&EBaﬁ:emri]des t?etaiotaomicron
Ph a4 Ll 1) v 77 & Escherichia coli

age & bacteria T[T | vOTU758 & Anaerostipes hadrus{ID:00857]
vOTU758 & Anaerostipes hadrus[ID:00856]

Glostreim . 10.9%500) L [F] H "] vOTU689 & Streptococcus sp.
VOTU756i{Lachnodlostidiuh, Ruminococcds] voTUs1d{Bacteroides) N . Saccharomyces cerevisiae & Eubacterium ventriosum
Fungi & bacteria

Virome.

Escherchia col ID:00095)

A B i Saccharomyces cerevisiae & Clostridiales species incertae sedis
X o @ ccccem , - Escherichia coli & Anaerostipes hadrus[ID:00857]
e o . Escherichia coli & Anaerostipes hadrus[ID:00856]
LS okt Spedesncaio sedis 012230 ) - Escheriohia coli & Blautia obeum
- = A Bacteria & bacteria 7| |* Escherichia coli & Clostridium sp.
i) 3 i Escherichia coli & Clostridiales species incertae sedis[ID:12563]
/i Clostidion specioStimBtas sedi (0:12473] L Escherichia coli & Clostridiales species incertae sedis[ID:12284]
Clostcales saciesnealae ad :12264] - EEEEE
- \ ) £Lcco * Spearman rho
,,,,,,,,, s e = S, SR 88883 FDR<01 =P
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B4 (a) (ZUC, (b) IZCD TEEICEHT 2ME (Bacteriome). 77— (Virome). EE (Mycobiome) D1EEIES%
ERLTcxy b7 =0 THY . Spearman DIBEMMERBEGREICEYEHEL/, (c) & UC, (d) & CD ICE&ET 2K
(Bacteria). 77— (Phage). EHE (Fungi) OMEBEREHREZKE (US) . R4 > (ES) . #7»& (NL) . FE (CN)
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